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Total Warnings : 
Total Errors: 
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Error code Error Description 

E 287 Invalid WIPO ST. 2 date format; Use 

W 402 Undefined organism found in <213> 

W 402 Undefined organism found in <213> 

W 402 Undefined organism found in <213> 

W 402 Undefined organism found in <213> 

W 402 Undefined organism found in <213> 

W 402 Undefined organism found in <213> 

W 402 Undefined organism found in <213> 

W 402 Undefined organism found in <213> 

W 402 Undefined organism found in <213> 

W 402 Undefined organism found in <213> 

W 402 Undefined organism found in <213> 

W 402 Undefined organism found in <213> 

W 402 Undefined organism found in <213> 

W 402 Undefined organism found in <213> 

W 402 Undefined organism found in <213> 

W 402 Undefined organism found in <213> 

W 402 Undefined organism found in <213> 

W 402 Undefined organism found in <213> 

W 402 Undefined organism found in <213> 
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1 
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(14) 
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Input Set: 



Output Set: 



Started: 
Finished: 
Elapsed: 
Total Warnings : 
Total Errors: 
No. of SeqIDs Defined: 
Actual SeqID Count: 

Error code Error Description 



2008-04-04 17:19:39.376 

2008-04-04 17:19:42.339 

0 hr (s) 0 min(s) 2 sec(s) 963 ms 

120 

1 

120 
120 



W 402 



Undefined organism found in <213> in SEQ ID (20) 
This error has occured more than 20 times, will not be displayed 



<110> 



Feldmann, Richard J. 



<120> Symmetry relationships between pairs of Connectrons 

<13 0> FELD3 0 02CIP2 

<140> 10803195 

<141> 2004-03-18 



<160> 120 



<170> Proprietary 



<210> 1 

<211> 182 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 

<220> 

<222> (4505026) . . . (4505207) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum 



<400> 

ctgtagatt c 
ttcagtgtct 
gtatattggg 
tc 



1 

aat ctgt caa 
ttctcggtct 
caagacatgt 



t gcaacaccc 
gttgtttagc 
ctttttagga 



ctttcaatt a 
tgagcagcaa 
aagtactgcc 



tctcttt egg 
ccagatctag 
gaattagece 



tgttttgaac 
tt catgttga 
atttgtgttc 



<210> 2 

<211> 182 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 

<220> 

<222> (279155) . . . (279336) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum 



<400> 

ctgtagatt c 
ttcagtgtct 
gtatattggg 
tc 



2 

aat ctgt caa 
ttctcggtct 
caagacatgt 



t gcaacaccc 
gttgtttagc 
ctttttagga 



ctttcaatt a 
tgagcagcaa 
aagtactgcc 



tctcttt egg 
ccagatctag 
gaattagece 



tgttttgaac 
tt cat gttga 
atttgtgttc 



<210> 3 

<211> 171 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 



<220> 
<222> 
<223> 



(4505031) . . . (4505201) 

Chromosome - 1 Contig - 1 Strand = pos CtronObjNum - 7435 



<400> 

gattcaatct 
tgtctttctc 
ttgggcaaga 



gtcaatgcaa cacccctttc aattatctct ttcggtgttt tgaacttcag 
ggtctgttgt ttagctgagc agcaaccaga tctagttcat gttgagtata 
catgtctttt taggaaagta ctgccgaatt agcccatttg t 



60 
120 
171 



<210> 4 

<211> 171 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 

<220> 

<222> (270811) . . . (270981) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 472 



<400> 4 

gattcaatct gtcaatgcaa cacccctttc aattatctct ttcggtgttt tgaacttcag 60 

tgtctttctc ggtctgttgt ttagctgagc agcaaccaga tctagttcat gttgagtata 120 

ttgggcaaga catgtctttt taggaaagta ctgccgaatt agcccatttg t 171 



<210> 5 

<211> 67 

<212> DNA 

<213> Sulfolobus tokodaii complete genome 

<220> 

<222> (1178996) . . . (1179062) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 3986 



<400> 5 

tgtaccccct tcaagtaagc ctcatttaag ggagttttct cccttgaata aactaccggg 60 
tacatga 67 



<210> 6 

<211> 67 

<212> DNA 

<213> Sulfolobus tokodaii complete genome 

<220> 

<222> (61903) . . . (61969) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum = 447 



<400> 6 

tgtaccccct tcaagtaagc ctcatttaag ggagttttct cccttgaata aactaccggg 60 



tacat ga 



<210> 7 

<211> 85 

<212> DNA 

<213> Sulfolobus tokodaii complete genome 

<220> 

<222> (1178963) . . . (1179047) 

<223> Chromosome - 1 Contig - 1 Strand - neg CtronObjNum 



<400> 7 

ttgtaatatt atatcagttt acttctaata tactgtaccc ccttcaagta agcctcattt 
aagggagttt tctcccttga ataaa 



<210> 8 

<211> 85 

<212> DNA 

<213> Sulfolobus tokodaii complete genome 

<220> 

<222> (123599) . . . (123683) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum 



<400> 

ttgtaatatt 
aagggagttt 



8 

atatcagttt 
tctcccttga 



acttctaata tactgtaccc ccttcaagta agcctcattt 
ataaa 



<210> 



<211> 
<212> 
<213> 



117 



DNA 

Saccharomyce s cerevisiae complete genome 



<220> 
<222> 
<223> 



(975950) . . . (976066) 

Chromosome = 15 Contig = 15 Strand = pos CtronObjNum 



<400> 9 

ttactagtat attatcatat acggtgttag aagatgacgc aaatgatgag aaatagtcat 
ctaaattagt ggaagctgaa acgcaaggat tgataatgta ataggatcaa tgaatat 



<210> 



10 



<211> 
<212> 
<213> 



117 

DNA 

Saccharomyce s cerevisiae complete genome 



<220> 
<222> 
<223> 



(165888) . . . (166004) 

Chromosome - 1 Contig - 1 Strand - neg CtronOb jNum - 



419 



<400> 10 

ttactagtat attatcatat acggtgttag aagatgacgc aaatgatgag aaatagtcat 60 
ctaaattagt ggaagctgaa acgcaaggat tgataatgta ataggatcaa tgaatat 117 



<210> 



11 



<211> 
<212> 
<213> 



117 

DNA 

Saccharomyces cerevisiae complete genome 



<220> 
<222> 
<223> 



(975950) . . . (976066) 

Chromosome = 15 Contig = 15 Strand = pos CtronOb jNum 



28455 



<400> 11 

ttactagtat attatcatat acggtgttag aagatgacgc aaatgatgag aaatagtcat 
ctaaattagt ggaagctgaa acgcaaggat tgataatgta ataggatcaa tgaatat 



60 
117 



<210> 



12 



<211> 
<212> 
<213> 



117 

DNA 

Saccharomyces cerevisiae complete genome 



<220> 
<222> 
<223> 



(160257) . . . (160373) 

Chromosome = 1 Contig = 1 Strand = neg CtronOb jNum 



355 



<400> 12 

ttactagtat attatcatat acggtgttag aagatgacgc aaatgatgag aaatagtcat 60 
ctaaattagt ggaagctgaa acgcaaggat tgataatgta ataggatcaa tgaatat 117 



<210> 13 

<211> 68 

<212> DNA 

<213> Caenorhabdit is elegans complete genome 

<220> 

<222> (221205) . . . (221272) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 380 



<400> 

gggaattgct 
catgt cga 



13 

tcgtcaaatg atcgacggag ggcttttggc catctgcaag gataaactcg 



60 
68 



<210> 



14 



<211> 68 

<212> DNA 

<213> Caenorhabdit is elegans complete genome 

<220> 

<222> (250979) . . . (251046) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 433 

<400> 14 

gggaattgct tcgtcaaatg atcgacggag ggcttttggc catctgcaag gataaactcg 60 

catgtcga 68 

<210> 15 

<211> 68 

<212> DNA 

<213> Caenorhabdit is elegans complete genome 

<220> 

<222> (221180) . . . (221247) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 380 

<400> 15 

gagctcgcaa caccggccga gcagcgggaa ttgcttcgtc aaatgatcga cggagggctt 60 

ttggccat 68 

<210> 16 

<211> 68 

<212> DNA 

<213> Caenorhabdit is elegans complete genome 

<220> 

<222> (214904) . . . (214971) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 354 

<400> 16 

gagctcgcaa caccggccga gcagcgggaa ttgcttcgtc aaatgatcga cggagggctt 60 

ttggccat 68 

<210> 17 

<211> 58 

<212> DNA 

<213> Homo sapiens complete genome 

<220> 

<222> (16381) . . . (16438) 



<223> Chromosome = 4 Contig = 1 Strand = pos CtronObjNum = 1331 

<400> 17 

ggtgagtacc tttctatgaa ggtgataagg atccactgag tcttccatat aaagatca 58 

<210> 18 

<211> 58 

<212> DNA 

<213> Homo sapiens complete genome 

<220> 

<222> (500217) . . . (500274) 

<223> Chromosome = 4 Contig = 1 Strand = pos CtronObjNum = 1542 

<400> 18 

ggtgagtacc tttctatgaa ggtgataagg atccactgag tcttccatat aaagatca 58 

<210> 19 

<211> 58 

<212> DNA 

<213> Homo sapiens complete genome 

<220> 

<222> (16381) . . . (16438) 

<223> Chromosome = 4 Contig = 1 Strand = pos CtronObjNum = 1331 

<400> 19 

ggtgagtacc tttctatgaa ggtgataagg atccactgag tcttccatat aaagatca 58 

<210> 20 

<211> 58 

<212> DNA 

<213> Homo sapiens complete genome 

<220> 

<222> (504937) . . . (504994) 

<223> Chromosome = 4 Contig = 1 Strand = pos CtronObjNum = 1559 

<400> 20 

ggtgagtacc tttctatgaa ggtgataagg atccactgag tcttccatat aaagatca 58 

<210> 21 

<211> 94 

<212> DNA 

<213> Arabidopsis thaliana complete genome 



<220> 
<222> 
<223> 



(21590870) . . . (21590960) 

Chromosome = 5 Contig = 1 Strand = neg CtronObjNum = 2 9822 



<400> 21 

tgttgaaagt taaacttgat tttgaatcaa gtttaattat tggatcaatt atccaataat 60 
taattatggc caaatccaag ttctagagtt ttct 94 



<210> 22 

<211> 94 

<212> DNA 

<213> Arabidopsis thaliana complete genome 

<220> 

<222> (3780765) . . . (3780858) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum = 7951 



<400> 22 

tgttgaaagt taaacttgat tttgaatcaa gtttaattat tggatcaatt atccaataat 60 
taattatggc caaatccaag ttctagagtt ttct 94 



<210> 23 

<211> 79 

<212> DNA 

<213> Arabidopsis thaliana complete genome 

<220> 

<222> (21590870) . . . (21590950) 

<223> Chromosome = 5 Contig = 1 Strand = neg CtronObjNum = 2 9822 



<400> 23 

tgttgaaagt taaacttgat tttgaatcaa gtttaattat tggatcaatt atccaataat 60 
taattatggc caaatccaa 7 9 



<210> 24 

<211> 79 

<212> DNA 

<213> Arabidopsis thaliana complete genome 

<220> 

<222> (3785281) . . . (3785359) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum = 7985 



<400> 24 

tgttgaaagt taaacttgat tttgaatcaa gtttaattat tggatcaatt atccaataat 60 
taattatggc caaatccaa 7 9 



<211> 27 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 

<220> 

<222> (4454807) . . . (4454833) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum 

<400> 25 

aaatgccgga tgcggcgtga acgcctt 

<210> 26 

<211> 27 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 

<220> 

<222> (4242757) . . . (4242783) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum 

<400> 26 

aaatgccgga tgcggcgtga acgcctt 

<210> 27 

<211> 35 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 

<220> 

<222> (4454810) . . . (4454844) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum 

<400> 27 

tgccggatgc ggcgtgaacg ccttatccgg cctac 

<210> 28 

<211> 35 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 

<220> 

<222> (4233017) . . . (4233051) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum 



<400> 28 

tgccggatgc ggcgtgaacg ccttatccgg cctac 

<210> 29 

<211> 20 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 

<220> 

<222> (831575) . . . (831594) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum 

<400> 29 
tgtaggccgg ataaggcgtt 

<210> 30 

<211> 20 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 

<220> 

<222> (4232999) . . . (4233018) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum 

<400> 30 
tgtaggccgg ataaggcgtt 

<210> 31 

<211> 22 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 

<220> 

<222> (831596) . . . (831617) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum 

<400> 31 
acgccgcatc cggcatttca ca 

<210> 32 

<211> 22 

<212> DNA 

<213> Escherichia coli K-12 MG1655 complete genome 



<220> 



<222> (4242783) . . . (4242804) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronOb jNum = 6957 

<400> 32 

acgccgcatc cggcatttca ca 22 

<210> 33 

<211> 59 

<212> DNA 

<213> Sulfolobus tokodaii complete genome 

<220> 

<222> (1036523) . . . (1036581) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum = 3245 

<400> 33 

actcccagtg agggataggg gtaacggact gaagacccag cccgtggtct accgctgga 59 

<210> 34 

<211> 59 

<212> DNA 

<213> Sulfolobus tokodaii complete genome 

<220> 

<222> (1079594) . . . (1079652) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum = 3439 

<400> 34 

actcccagtg agggataggg gtaacggact gaagacccag cccgtggtct accgctgga 5 9 

<210> 35 

<211> 60 

<212> DNA 

<213> Sulfolobus tokodaii complete genome 

<220> 

<222> (1036635) . . . (1036694) 

<223> Chromosome = 1 Contig = 1 Strand = pos CtronObjNum = 3250 

<400> 35 

atgaaggtgg taaaccacaa acctatgaac cgccctaagg gaaccctcgc cctttagggc 60 

<210> 36 

<211> 60 

<212> DNA 



<213> 



Sulfolobus tokodaii complete genome 



<220> 
<222> 
<223> 



(1146360) . . . (1146419) 
Chromosome = 1 Contig = 1 



Strand = pos CtronOb jNum = 



3714 



<400> 

atgaaggtgg 



36 

taaaccacaa 



acctatgaac cgccctaagg gaaccctcgc cctttagggc 



60 



<210> 



37 



<211> 
<212> 
<213> 



189 



DNA 

Sulfolobus tokodaii complete genome 



<220> 
<222> 
<223> 



(120361) . . . (120549) 

Chromosome = 1 Contig = 1 Strand = neg CtronOb jNum 



618 



<400> 

ctatccctca 
t ctgt gcggg 
aatagtttta 
gttttgt ca 



37 

ccaagagttg 
gacacatat c 
agctaagatt 



ccctctgct c 
t tcagtatgc 
aaaaacttta 



ttggctcttg 
ccacctttgt 
ccccgcctt a 



gggactcggg 
gggcttcccc 
aaaggcgagg 



gatatgtagt 
gcact ttat t 
cttgccccgc 



60 
120 
180 
189 



<210> 



38 



<211> 
<212> 
<213> 



189 

DNA 

Sulfolobus tokodaii complete genome 



<220> 
<222> 
<223> 



(1146169) . . . (1146357) 

Chromosome = 1 Contig = 1 Strand = neg CtronOb jNum 



3709 



<400> 

ctatccctca 
t ctgtgcggg 
aatagtttta 
gttttgt ca 



38 

ccaagagttg 
gacacatat c 
agctaagatt 



ccctctgct c 
t tcagtatgc 
aaaaacttta 



ttggctcttg 
ccacctttgt 
ccccgcctt a 



gggactcggg 
gggcttcccc 
aaaggcgagg 



gatatgtagt 
gcactttatt 
cttgccccgc 



60 
120 
180 
189 



<210> 



39 



<211> 
<212> 
<213> 



36 

DNA 

Sulfolobus tokodaii complete genome 



<220> 
<222> 
<223> 



(120590) . . . (120625) 

Chromosome = 1 Contig = 1 Strand = neg CtronOb jNum 



622 



<400> 39 

cacccacccc gctccgttcg tccagcggta gaccac 36 



<210> 40 

<211> 36 

<212> DNA 

<213> Sulfolobus tokodaii complete genome 

<220> 

<222> (1079651) . . . (1079686) 

<223> Chromosome = 1 Contig = 1 Strand = neg CtronObjNum = 3446 



<400> 40 

cacccacccc gctccgttcg tccagcgg 



